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Program 
Main Building, University of Rostock, Universitaetsplatz 1, 18055 Rostock, Germany 

 

Monday, 5 October 2026 
Room: Aula, Main Building 

Time Program 

08:00 - 09:00 Breakfast, registration and arrival 

09:00 - 09:30 Opening remarks, welcome to Rostock and remembrance of Prof. Reinhard Schneider 

SESSION 1 · COMPUTATIONAL MODELS OF DISEASE PROCESSES 
Chair: David Safranek 

09:30 - 10:30 Keynote · Marek Ostaszewski, University of Luxembourg  
Disease Maps Community: bridging knowledge and models with standards, software, and suffering 

10:30 - 11:00 Rupert Overall — EthoMap: A hybrid PD-AF knowledgebase of laboratory mouse behaviour  

11:00 - 11:15 Coffee break 

11:15 - 11:45 Suman Muralidharan — AKOP: A Disease-Map Framework for Integrating Osteoarthritis Phenotypes, 
Molecular Networks and Transcriptomic Perturbations  

11:45 - 12:15 Joshua Eugenio — Identifying Key Events for Nitrogen Dioxide Effects: Towards an Adverse Outcome 
Pathway 

12:15 - 12:45 Shailendra Gupta — NOSE-OE: A Molecular Signaling Map of the Olfactory Epithelium 

12:45 - 13:15 Matti van Welzen — Disease Maps as an Interface for Accessible Large-Scale Biomedical Data Analysis 

13:15 - 14:30 Lunch and poster viewing 

SESSION 2 · APPLICATIONS FOR AI IN MODEL CURATION, EXPLORATION, AND ANALYSIS 
Chair: Marek Ostaszewski 

14:30 - 15:30 Keynote [remote] · Sebastian Lobentanzer, Helmholtz Center Munich, Germany 
Powerful ≠ Ready: AI and knowledge representation in biomedicine 

15:30 - 16:00 Vaishnavi Sirul Velaga — Specialized Pro-Resolving Lipid Mediators (SPMs): Literature Analysis and an LLM-
Driven Knowledge Graph 

16:00 - 16:30 Joost Rehder — LLM-Assisted Graph Extraction for Disease Map Construction 

16:30 - 16:45 Coffee break 

16:45 - 18:00 Discussion round · How can AI support the construction, curation, and analysis of Disease Maps? 

Zoom Link: 

18:00 - 21:00 Dinner + socializing 
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Tuesday, 6 October 2026 
 

Room: Aula, Main Building 

Time Program 

08:00 - 09:00 Breakfast and arrival 

SESSION 3 · RECENT ADVANCES IN SYSTEMS BIOLOGY 
Chair: Rupert Overall 

09:00 - 10:00 
Keynote · Olaf Wolkenhauer, University of Rostock 
Disease Maps - Repositories or models? 

10:00 - 10:30 Raul Armando Duran de Alba — Boolean network models recover the known biology of FSGS in 

podocytes and parietal epithelial cells 

10:30 - 10:45 Coffee break 

10:45 - 11:15 Hala Bouzidi — A Hybrid computational Framework Integrating Boolean Regulatory Networks and 

Agent-Based modalities for modeling the growth of colorectal cancer organoids 

11:15 - 11:45 Tushar Patel — Enhancing the performance and interpretability of epigenetic clocks 

11:45 - 12:15 Adrien Rougny — The momapy toolkit: Python tools for programmatic work with molecular maps 

12:15 - 12:45 Abrar Zahin — Pathway Converter: A Desktop Workflow for Pathway Exploration and MINERVA-Based 

Conversion 

12:45 - 13:00 Group Photo 

13:00 - 14:00 Lunch and poster viewing 

SESSION 4 · SYSTEMS MEDICINE AND CLINICAL TRANSLATION 
Chair: Adrien Rougny 

14:00 - 15:00 Keynote · Markus Wolfien, Institute for Medical Informatics and Biometry, Dresden 
From Maps to Decisions - Disease Maps as Mechanistic Infrastructure for Precision Medicine 

15:00 - 15:30 Philip Stegmaier — Modeling of NF-κB Pathway Rewiring Reveals Clarithromycin for IBD 

15:30 - 16:00 
Geraldine Canny — Endometriosis-associated signaling pathways and potential for therapeutic 

development 

16:00 - 16:30 
Shailendra Gupta — A mechanistic pain signaling disease map enables pharmacophore-guided target 

prioritization and simulation of pain therapy response in osteoarthritis 

16:30 - 16:45 Coffee break 

16:45 - 17:30 Sponsor talk · Myron Schultz, Heel GmbH 

From Multicomponent Medicines to Network Pharmacology: Heel’s Journey in Systems Research 

17:30 - 18:30 Discussion round · How can we translate mechanistic disease models into clinical applications? 

Zoom Link:  

18:30 - 21:00 Dinner + socializing 
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Wednesday, 7 October 2026 
 

Room: Lecture Hall 323 (HS 323) 

Time Program 

08:00-09:00 Breakfast and arrival 

09:00-09:30 Introduction to the community breakout round 

09:30-10:30 Breakout rounds · working topics and collaborative roadmap development 

10:30-11:00 Coffee break 

11:00-12:00 Continuing breakout rounds 

12:00-13:00 Self-organized lunch 

13:00-14:00 Breakout summaries 

14:00-14:30 Closing Remarks 
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